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INTRODUCTION AND OBJECTIVES MATERIALS AND METHODS >

Pig nostrils are frequent habitats of livestock-associated MRSA, but very few studies SAMPLING FRAMED IN 2020

describe their role as a potential reservoir of ESBL-producing and/or colistin-resistant E.
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coli. Therefore, we aimed to investigate the presence of resistant E. coli in this niche, as T

10 farmers

well as their ability to spread depending on their chromosomal or plasmidic localization.
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coverage-identity with plasmids previously reported in Enterobacterales (Figure 1). Other
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iIntegron (intl2-dfrAl-sat2-aadAl-gacL-1S406-sul3) was detected, but not associated with

a blaggg, gene.
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Table 1. Characteristics of the nine bla.g, -carrying E. coli isolates and carrying plasmids.
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>
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Figure 1. Linear illustration of the resistance complexes of pUR5726 (IncHI2, pST3) and comparative mapping of this region with Tn21 (accession number AF071413), Tn5393 (accession number LT985287) and Tn1721 (accession
number X61367) also with pUR5159 (Incll, pST3). A few important genes have been tagged. The coding reading frames are shown as arrows (" transcription direction" is indicated by the arrowheads). IS are displayed as boxes and the
arrows without boxes represent transposon genes. Vertical lines denote the IRs of the ISs, the transposons or the In2 integron.

CONCLUSIONS

v Pig nasal cavities are another important niche to consider that might favor the spread of ESBL-E. coli and mcr-mediated colistin-resistance. This situation would warrant closer

monitoring, especially in a sector where close contact between animals in intensive farms increases the risk of antimicrobial resistance dissemination.
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